. Nucleotide and deduced amino acid sequences of AcInR1 from Aphis (Toxoptera) citricida. The start codon (ATG), stop codon (TGA) are highlighted in black. The furin-like cysteine-rich (Fu) region is underlined with red wavy lines. Three fibronectin type 3 (FN3) domains are labeled with yellow solid underlines. A single transmembrane (TM) region is highlighted with a box. An "NPXY" motif is shown in green. The highly conserved tyrosine kinase domain (TyrKc) is indicated in blue. A triple tyrosine cluster (YXXXYY) is indicated in red.
. Nucleotide and deduced amino acid sequences of AcInR2 from Aphis (Toxoptera) citricida. The start codon (ATG), stop codon (TGA) are highlighted in black. The furin-like cysteine-rich (Fu) region is underlined with red wavy lines. Three fibronectin type 3 (FN3) domains are labeled with yellow solid underlines. A single transmembrane (TM) region is highlighted with a box. An "NPXY" motif is shown in green. The highly conserved tyrosine kinase domain (TyrKc) is indicated in blue. A triple tyrosine cluster (YXXXYY) is indicated in red. 
